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This project has been aimed at developing a new method analyzing fungal
diversity in the forest environment in Japan. Mock fungal community was prepared, and then analyzed
by using a high-throughput DNA sequencer MinlON. Accuracy of the nucleotide sequences obtained from
MinION were too low to count up number of species inhabiting in forest environment, leading to a
conclusion that MinION is not suitable for evaluation of species diversity. Accordingly, combination

of a recently-launched library preparation kit LoopSeq supplied by Loop Genomics Ltd. and
sequencing by MiSeq appeared promising, as the procedure would yield very accurate nucleotide
sequences of ca. 1500 bp in length. High-throughput evaluation of species diversity would be
achieved by using this methodology in the future.
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Fig.1. Read grouping to Fig.2. Alignment by LAST using a single MinlON raw read
each of 87 references
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