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Development of novel BACEL inhibitors based on the N-amidino nitrogen-containing
ring structure
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I have investigated to develop novel small molecule B -secretase (BACEl)
inhibitors based on an N-amidino nitrogen-containing ring structure. Focusing on amidino-pyrrolidine
and amidino-piperidine as the structure, | synthesized several derivatives, and evaluated their
BACEL inhibitory activity. The structure-activity relationship study suggested that two balky
substituents located on a five- or six-ring structure with trans-configuration contributed to the

bioactivity.
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