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Epigenetic regulation of inflammatory genes associated with the rupture of
intracranial aneurysms
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In our previous study, we demonstrated that macrophage-mediated inflammation

is a key biological pathway for the rupture of intracranial aneurysms. We focused on the

inflammatory transcription factors associated with the rupture of intracranial aneurysms. We
explored the expression profiles of genes with binding motifs of these transcription factors, and

constructed a hierarchical transcriptional regulatory networks associated with the rupture of
intracranial aneurysms. We performed epigenetic analysis of these genes.
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