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To identify novel therapeutic targets in NUT midline carcinoma (NMC), we
examined the gene mutations and comprehensive drug sensitivity screening of NMC, using next
generation sequencing and drug panels. We then identified the gene mutation as potential therapeutic

target and micro RNA related to cell growth in NMC. We used digital PCR (dPCR) and designed optimal
dPCR probes to detect BRD-NUT fusion genes in clinical tumor samples. Consequently, we succeeded in
diagnosis of NMC using the dPCR system.
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