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The role of unfolded protein response in brown adipocytes
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The unfolded protein response (UPR) not only resolves endoplasmic reticulum
(ER) stress, but also regulates cellular physiological functions such as proliferation,
differentiation, and energy metabolism. In this study, we explored the physiological role of UPR in
brown adipocytes. We found the one of UPR branch, IRElalpha -XBP1 pathway, is crucial for the
transcriptional induction of thermogenin UCP1. We also revealed that tissue-specific ER stress
transducer BBF2H7 is involved in the differentiation of brown adipocytes.
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