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Establishment of skin inflammation drug to accumulate high-functional regulatory
T cells by single-cell gene expression analysis
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We identified several regulatory T cell (Treg) subsets in inflamed skin
tissue of mouse line expressing photoconvertible protein KikGR, by which we can distinguish
skin-coming and -remaining lymphocytes, by multi-parameter single-cell gene and protein expression
analysis. Each subset expressed each set of functional and migration-related molecules and showed
different capabilities to remain in inflamed skin. We distin?uished skin-coming and -remaining Tregs

without KikGR expression data by multi-parameter single-cell expression analysis of functional and
migration-related molecules. We also tried to identify master molecules of Treg subset
differentiation and establish method to collect the Treg subsets. This research suggests that Tregs
expressing different functional molecules showed different migration status in inflamed tissues.
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