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Novel diagnostic value of circulating miRNA in plasma of patients with lymph
node metastasis in pancreatic cancer
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This study explored decreased tumor suppressor microRNA (miRNA) plasma
levels in pancreatic cancer patients to clarify their potential as novel biomarkers. We used the
microRNA array-based approach to select candidates by comparing plasma levels between PCa patients
and healthy volunteers. Six down-regulated miRNAs (miR-107, miR-126, miR-451, miR-145, miR-491-5p,
and miR-146b-5p) were selected. Small- and large-scale analyses using samples from 100 PCa patients
and 80 healthy volunteers revealed that miR-107 was the most down-regulated miRNA in PCa patients
compared with healthy volunteers (P < 0.0001; area under the receiver-operating characteristic
curve, 0.851). A low miR-107 plasma level was significantly associated with advanced T stage, N

stage, and liver metastasis and was an independent factor predicting poor prognosis in PCa patients
(P = 0.0424; hazard ratio, 2.95).
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Association between plasma miR-107 levels and
clinicopathological characteristics in PCa patients with

pancreatectomy
Plasma miR-107 Univariate®
n High Low pvalue

Total 74 50 2

Age 0730
<65 2 15 @ow) 7 (29%)
>66 52 35 (T0%) 17 (71%)

Sex 0326
male 3421 @2%) 13 (54%)
female 40 20 (58%) 11 (46%)

PT (TNM) 0076
T2 00 9 sk 1 (%)
T34 64 41 (82%) 23 (96%)

PN (TNM) 0.038
NO 31 25 (50%) 6 (25%)
Nt 4325 (50%) 18 (75%)

M (TNM) 0739
Mo 70 47 (eam) 23 (96%)
w1 4 3 (6%) 1 %)

“Chi-square test NOTE: Significant values are n bold

Comparison of plasma miR-107 level between PCa patients
and healthy volunteers in large-scale analysis
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3D-Gene miRNA microarray
(TORAY, Kamakura, Japan)
Signal intensity Fold change
Rank Gene ID Gene function PCa Volunteer PCa/ Volunteer
® 1 hsa-miR-451 suppressive  235.38 1422.85 0.17
® 2 hsamiR-126 suppressive 15.45 89.40 0.17
® 3 hsamiR-145 suppressive 10.00 43.40 0.23
4  hsa-miR-19b oncogenic 28.28 61.20 0.46
5 hsa-miR-1246  oncogenic 137.57 2544 0.54
@® 6 hsa-miR-146b-5p suppressive 14.76 24.96 0.59
7 hsa-miR-380 unknown 12.40 20.95 0.59
8 hsa-miR-891a  unknown 15.11 25.25 0.6
9 hsa-miR-140-3p unknown 13.82 21.08 0.66
10 hsa-miR-106a  oncogenic 17.43 2593 0.67
11 hsa-miR-24 controversial 8342 119.32 0.70
12 hsa-miR-1321 unknown 13.33 18.57 0.72
@® 13 hsa-miR-491-5p suppressive 17.40 2414 0.72
14 hsa-miR-365* unknown 12.69 17.39 0.73
® 15 hsa-miR-107 suppressive 37.97 50.37 0.75
miR-107
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Liquid biopsy in patients with pancreatic
cancer: Circulating tumor cells and
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Down-regulation of plasma tumor
suppressive microRNA contributes to
poor outcomes in pancreatic cancer
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