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Even small invasive lung adenocarcinomas have local invasiveness and
metastatic potential, and often occur local recurrence or remote recurrence after curative surgery.
In order to elucidate the intratumoral heterogeneity, we analyzed gene mutations of surgically
resected invasive lung adenocarcinoma mixed with some subtypes using next generation sequencer. At
the same time, gene mutations of tumor cells from lymph node metastasis foci were also analyzed to
clarify the mechanism of acquiring lymphatic metastatic potential.

As a consequence, many common genetic mutations were observed in tumor cells from each subtype and
lymph node metastatic foci, and there were few mutations recognized only in the primary tumor and
metastatic lesion. It is necessary to increase the number of cases and further explore intratumoral
diversity of invasive lung adenocarcinomas.
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