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Exploration of possible catabolic factors in synovial fluid through protein and
micro RNA analyses.

Tanaka, Nobuho
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In year 2015, we compared concentrations of 28 proteins between 16 SFs from
the progressors (P-SFs) and other 16 SFs from non-progressors (NP-SFs) using Luminex. This analysis
revealed that the P-SFs contain MMP-1 and MMP-3 at significantly higher concentrations compared with

the NP-SFs. In year 2016, we compared miRNA profiles between the P-SFs and NP-SFs. In results, we
found that the concentrations of miR-21 and miR-150 were significantly higher in the P-SFs. We next
investigated relationship in concentration between the above two miRNAs and two MMPs, and found that
the concentration of miR-21 or miR-150 was inversely correlated with that of MMP-1 or MMP-3. We
then investigated expression of these miRNAs and MMPs in OA cartilage and synovial tissues, and
found inverse correlation between the expression of either MMP and miR-21 or miR-150 in synovium.
Further analyses will be conducted in future as to the origins and relationships of these miRNAs and
MMPs .
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