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Elucidation of the mechanisms of castration-resistant prostate cancer using
genome-wide androgen signaling analysis
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Functional analyses were performed focusing on the androgen responsive gene
(ARG) identified by genome-wide AR signaling analysis using the ChIP-sequence method. ARG was
upregulated in an androgen-dependent manner and promoted prostate cancer cell proliferation and
migration. Furthermore, SiRNA targeting CLDN8 suppressed its growth and migratory ability. In
addition, immunohistochemical analysis of clinical pathological specimens showed that ARG was
significantly high immunoreactivity in cancerous tissues compared to benign prostatic tissues. These
results suggested that ARG is an important role of proliferation and progression of prostate

cancer.
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