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Circulating Epstein-Barr virus-encoded microRNAs as potential biomarkers for
nasal natural killer/T-cell lymphoma
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Nasal natural killer /T-cell lymphoma is an Epstein-Barr virus (EBV)

-associated malignancy and is characterized by a poor prognosis. Sera of patients with nasal natural

killer /T-cell lymphoma were subjected to PCR-based EBV-miRNA profiling. This analysis revealed
high miR-BART2-5p expression level in sera of patients. Level of miR-BART2-5p significantly
decreased after treatment compared with those before treatment. Furthermore, a high circulating
miR-BART2-5p level was associated with disease progression and poor prognosis in patients with nasal

natural killer /T-cell lymphoma. Our findings suggest that circulating miR-BART2-5p may serve as a
potential biomarker in patients with nasal natural killer /T-cell lymphoma.
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