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Function of IDO in adult mice inner ear
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By analysing one of published cDNA library about inner ear, we focused on

Epiphycan as enriched transcript in mice inner ear. We revealed Epiphycan mRNA was expressed more
abundant and more specific in adult mice inner ear than IDO, that we focused on at first.
Quantitative RT real-time PCR revealed that Epiphycan mRNA expression level was highest in the inner
ear compared to another tissue. In situ hybridization revealed that Epiphycan mRNA were localized
in supporting cells, inner sulcus cells and outer sulcus cells in adult mice inner ear. We generated
Epiphycan knockout mice and determined that hearin? thresholds of knockout mice were higher at the
medium and high tone than those of wild type control mice. Epiphycan knockout mice cochlea seemed to
have normal morphplogy.
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