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Elucidation of the molecular mechanisms of diabetic-derived neutrophils and
exploration of lead compound that contribute to inflammation regulation
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Diabetes is known to delay the healing of wounds and cause complications
such as foot ulcers. We have previously shown that the retention of neutrophils in diabetic

cutaneous wounds is aberrant in mice, inflammation is prolonged, and the pathogenesis may be due to
dysfunction of diabetes-derived neutrophils. MicroRNAs (miRNAs) are critical regulator for normal
inflammatory response. Accordingly, in order to clarify the molecular mechanism of regulation of
inflammation in diabetes-derived neutrophils, we identified specific miRNAs in these cells using
microarrays and analyzed the function of miRNAs in diabetes-derived neutrophils. In this study, we
identified specific miRNA in neutrophil of type 2 diabetes mouse using microarray, and clarified a

gr} of f?nctions of inflammation-related miRNA and its target genes using cellular and molecular
iological.
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Inflammatory response

Hyaild Hyaluronoglucosaminidase 3

Casps Caspase 6

Cerill Chemokine (C-C motif) receptor 1-like 1

Cere Chemakine (C~-C motif) receptor 2

Haver2 Hegpatitis A vinus cellular recaptor 2

Mydsg My@dokd difarentiation primary response gena 88

Cxcis Chemokine (C-X-C moti) ligand 5

nzar Interleukin 23 receptor

TIrs Toll-like receptor 5

Coiz4 Chemaking (C-C matit) lgand 24

Pycard PYD and CARD domain containing

vimp VGP-INteracting membrane protein

Lgals9 Lectin, galactose binding, soluble 9

Ppara Paroxisome prolitarator activatad raceptor alpha

Metrni Metecrin, gilal cell diferentiation regulator-like

Statsa Signal iransducer and aclivator of ranscrption 54

EXecution phasa of apoptosis

Caspd Caspase 8

Taok1 TAO kinase 1

Dega2 Death effector comaln-containing DNA binging protein 2
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