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Identification and virulence analysis of surface proteins in Aggregatibacter
actinomycetemcomitans
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In this study, we tried virulence analysis of surface proteins on
periodontal pathogen Aggregatibacter actinomycetemcomitans. To analysis the exposed proteins on
outer membrane, trypsin shaving was performed. As the results, several surface proteins including
previously known virulence factors Ompl00 and EmaA were identified. However, many of the identified
proteins were intracellular located proteins such as the ribosomal proteins, chaperons and enzymes.
These results indicate some of the identified intracellular proteins are derivative from killed
bacteria by trypsin treatment. Improved protocol is needed to systematic identification of surface
proteins in this microbe.
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A. actinomycetemcomitans HK 1651

Trypsin shaving
gene Product
AHN70759.1 Uncharacterized protein
emaA adhesin
rplK 50S ribosomal protein L11
rplA 50S ribosomal protein L1
piB 50S ribosomal protein L2
tuf elongation factor Tu
psG 30S ribosomal protein S7
dnakK Chaperone protein DnakK
htpG Chaperone protein HtpG
AHN71434.1 DNA-hinding protein HU-alpha, putative
eno enolase
rplE 50S ribosomal protein L5
rplF 50S ribosomal protein L6
rpsE 30S ribosomal protein S5
rplo 50S ribosomal protein L15
groL 60 kDa chaperonin
rpsP 30S ribosomal protein S16
AHN71918.1 Phosphoenolpyruvate-protein phosphotransferase
AHN71920.1 Oligopeptidase A, putative
ribH 6,7-dimethyl-8-ribityllumazine synthase
fumC Fumarate hydratase class Il
AHN72207.1 Pyruvate dehydrogenase E1 component
AHN72457.1 Glyceraldehyde-3-phosphate dehydrogenase
xseA Exodeoxyribonuclease 7 large subunit
omp29 Outer membrane protein, OmpA family
omp100 Adhesin/invasin, putative
AHN72631.1 30S ribosomal protein S1
AHN72850.1 Leukotoxin
rplu 50S ribosomal protein L21
rpsT 30S ribosomal protein S20
AHN72987.1 Formate acetyltransferase |, putative
AHN70705.1 DNA methylase, putative
hslU ATP-dependent protease ATPase subunit HslU
tmcA tRNA(Met) cytidine acetyltransferase TmcA
AHN72887.1 Aspartyl-tRNA synthetase, putative
tig Trigger factor
Trypsin
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Saphylococcus aureus MW2
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S aureus
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Immunomodulator

SasH
S aureusMW2  Trypsin shaving
Gene Product
CSpA major cold shock protein CspA
tufA translational elongation factor TU
fnb fibronectin-binding protein A

MW1496 competence protein ComGA
MW2294  Ferredoxin--NADP reductase
COpA copper-transporting ATPase copA
MWO0023 SasH

spa immunoglobulin G-binding protein A
fnbB fibronectin-binding protein B
MW2426 hypothetical protein
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