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Metagenomic analysis for oral bacteria related to halitosis
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The main causes of halitosis are volatile sulfur compounds (VSCs). There are
many studies on the effects of tongue coating removal on halitosis, but few have evaluated bacteria
in the tongue coating. This study investigated the bacteria in the tongue coating of halitosis and

non-halitosis patients using metagenomic analysis. Metagenomic analysis of bacteria in the tongue
coating revealed that there is a significant difference in bacterial composition and diversity
between halitosis and non- halitosis patients.
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