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Development of an epigenome-editing technology for inducing cancer epimutations
in mice
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In this study, we attempted to develop an epigenome-editing technology by
applying a CRISPR/Cas9 system and epigenome-modifying enzyme-scaffold proteins and IncRNAs. We first
generated a functional small dCas9 mutant by deleting the N-terminal half of the dCas9 protein.
Next, we developed an epigenome-editing system with epigenome-modifyling enzyme-scaffold proteins.We
also identified a candidate epigenome-modifying enzyme-scaffold IncRNA.
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