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The analysis of the mechanisms of HERV-K expression
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Human endogenous retroviruses (HERVs), the remnants of ancient retroviral
infections, constitute about 8% of human genomic DNA. HERVs are costitutively transcribed in
primordial germ cells. Eventually, HERV-K transcription is_epigenetically silenced in_somatic cells
except for in pathological contexts. HERV-K expression is induced by HIV-1-infection in T cells. We
found that HERV-K interferes the HIV-1 replication. HERV-K Gag MA, CA and NC are important for
reduction of HIV-1 release and infectivity. It is conceivable that HERVs, which have adapted to
human for a long time, might have protected the host from the threat of exogenous retroviruses. Our
further analysis revealed that Sox2 is essential for the transcription of HERV-K. Interestingly,
HERV-K had a retrotransposon activity and moved on the host genomes for a long-term culturing. It
suggests that HERV-K is likely to be epigenetically regulated and play a role for development of
embryo in short-term period of early development.
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