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Structural analysis of influenza virus segmented genome in the virion

TAKIZAWA, Naoki
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The genome of influenza A virus consists of eight single-stranded
negative-sense RNA segments. To be infectious virion, all eight segments need to be incorporated
into a virion. However, the mechanism of how all eight segments are selectively incorporated into a
virion is not known. To elucidate the mechanism, we try to construct a new system using chemical RNA

cross-link reagent and next generation sequencin% to reveal global RNA-RNA interactions between
viral genome segments in virion. As a result, we find RNA-RNA interactions between specific segments

in virion. This result will contribute to reveal the RNA interaction network between viral genome
RNAs and the mechanism of specific incorporations of all eight segments.
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