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In this study, we developed the next-generation methodologies of solid-state

NMR (SSNMR) and applied SSNMR to amyloid structural biology in the following three projects. In
order to enhance sensitivity and resolution, the lack of which has been fundamental problems for
NMR-based structural biology, we developed (1) SSNMR methods for observing trace biological samples
using ultrafast magic-angle-spinning (MAS) method and (2) high-dimensional SSNMR for improving
resolution. (3) We aimed to advance structural biology on the interactions between ligand molecules
and amyloid proteins related to Alzheimer®s disease. It was suggested that the structure of
42-residue amyloid beta fibrils bound to tea-derived catechin EGCG did not change significantly
except for the side chains that could be the binding sites. Through this study, significant progress
has been made in SSNMR of biological samples.
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