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Understanding a mechanism regulating cellular differentiation using rice embryo.
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In order to understand the conservation and diversities of molecular
mechanism governing plant embryogenesis, | tried to compare embryogenesis of rice and maize through
identification of similar set of mutations between them. I screened gle-like mutants in maize and
identified several causal genes that give rise to gle phenotype. It turned out that all the causal
mutations for gle found in maize are not the one previously identified in rice gle mutations. This
suggests that embryo mutations recovered in maize and rice look similar but the pathway identified
through these mutations are different. This is possibly due to the difference in genetic redundancy
in these pathways. Thus, it is worth analyzing the embryo mutant in different plant materials so
that whole pivotal pathways for plant embryogenesis become elucidated.
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