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MicroRNA overexpression to establish a new arrhythmia model for studying its
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Our previous study has shown that microRNA-30d(miR-30d) is up-regulated in
cardiomyocytes with persistent atrial fibrillation (AF), in response to cellular Ca2+-overload.
However, mechanisms for miR-30d up-regulation in AF cardiomyocytes have not been elucidated. In this

study, we investigated the mechanism how microRNA-30d (miR-30d) involved in the development of AF
pathogenesis, we established a novel cardio-specific miR-30d overexpressed rat. MiR-30d
overexpressed rats showed more vulnerable and short life span compared with wild type rats. The
correlation of miR-30d expression between plasma and atrium was positively indicated in those rats.
These data proposed circulating miRNA-30d as promise biomarkers and therapeutic targets in AF.
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