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Robustness, flexibility and phase transitions of the gene regulatory network.

Wada, Hiroshi
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Morphological evolution of animals was brought about by genetic changes. The
genes responsible for morphogenesis function in the form of a gene regulatory network. We clarified
how the characteristics of this network have been shaped by the need for robustness against

mutations and environmental changes. The study of the early developmental processes of molluscs and
echinoderms also revealed that this transcriptional regulatory network is much more diverse than
previously thought. Network diversity that does not bring about many changes in developmental
processes may have been linked to the creation of diverse forms of animals.
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