C-19

2004 2009
16087101

Functional Mechanism and Structural Organization of Biological
Macromolecular Assemblies

TSUKTHARA TOMITAKE

00032277

We have developed X-ray crystallographic method, electron
microscopic method, and their combined method to determine structures of biological
macromolecular assemblies including non-crystalline substances. Theoretical method to
predict structural intermediate was developed to understand reaction mechanism. Applying
these methods, biochemists have successfully elucidated regulation mechanisms of
biological macromolecular assemblies.
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