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Study on mechanisms of pathogenicity divergence in Fusarium oxysporum by
structural and functional analyses of small chromosomes
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Phytopathogenic Fusarium oxysporum is differentiated in virulence like

formae speciales based on a range of plant species which can be the host, and races based on a range
cultivars which can be the host. Although this differentiation is very clear, the mechanism of
differentiation has been unknown. Recently, it has been reported that F. oxysporum may have a small
chromosome that is not essential for growth, and this small chromosome is involved in virulence. In
this study, analyses and comparison of genes and structures on small chromosomes of F. oxysporum
isolates with different virulence, suggesting that some genes may be involved in virulence, host
specificity determination, race determination, etc. We obtained basic knowledge for elucidating
pathogenic differentiation mechanisms such as forms and races.
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