Q)]
2016 2018

Develoment of advanced therapy targeting tumor heterogeneity in refractory
cancers

TANAKA, Shinji

36,400,000

ARID2 KDM6A DAXX
PRMTE

Heterogeneity is one of the essential hallmarks of malignancies. Our
stemness-visualization system revealed that epigenetic heterogeneity in chromosomal dynamics and
histone modifications can regulate in vitro and in vivo intractability of cancers. Using genome
editing technology, we elucidated the biological role and clinical significance of ARID2 chromatin
remodeling factor in hepatocellular carcinoma (J Hepatol 2017), DAXX heterochromatin regulator in
pancreatic tumor (Endocr Relat Cancer 2018), KDM6A histone modifier in pancreatic cancer (Int J
Cancer 2019), and PRMT6 histone arginine methylase in gastric cancer (Carcinogenesis 2019).
Identification of molecular subtypes is expected to realize the precise medicine based on the
subtype-specific molecules and immune microenvironments (EBioMedicine 2019). Development of
multiplex genome editing system can design the actionable strategy and revolutionize advanced
therapy targeting tumor heterogeneity in refractory cancers.
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