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Comprehensive study for control of human papillomavirus-related oropharyngeal
squamous cell carcinoma

Inohara, Hidenori
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Human papillomavirus (HPV) is a causative factor for a subset of
oropharyngeal squamous cell carcinoma (OPSCC), and the incidence of HPV-related OPSCC is increasing.
We found that the overall prevalence of oral HPV infection in Japan was 5.7% (95% confidence
interval, 3.8-9.3). Men had a significantly higher prevalence than women, and infection increased
with number of sexual partners. We also found that HPV circulating tumor DNA could be a useful
biomarker of HPV-related OPSCC. Additionally, we revealed problems with respect to HPV-related OPSCC

cell lines and commercially available anti-E6/E7 antibodies. A mouse model for HPV-related OPSCC is
currently under development.
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