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When evaluating the ratio of IgA attached to salivary bacterial cells in the
healthy subjects, IgA bounded to around 85% of oral bacteria. Furthermore, no significant
difference was found in the IgA adhesion situation between periodontal healthy subjects and subjects
with periodontal disease. Positive association was detected in IgA density with bacterial quantity
in saliva, but was not with the bacterial composition.

Next we compared salivary bacterial composition between the patients with congenital IgA
deficiency and healthy subjects. In patients with IgA deficiency, composition of bacteria cells
adsorbed with less IgA was lower in subjects with lower concentration of salivary IgA, while that
was higher in subjects with higher concentration of salivary IgA . However, there was no distinct
difference in bacterial composition between the patients with IgA deficiency and healthy subjects
suggesting that IgA might not be significant factor in selecting oral bacterial species.
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