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Development of a hybrid soil remediation system using arsenic-mobilizing
bacteria and an arsenic hyperaccumulator plant

Yamamura, Shigeki
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We developed a hybrid soil remediation system that combined the
microbial ly-mediated arsenic mobilization with an arsenic hyperaccumulator plant Pteris vittata. The
remediation system was constructed on a laboratory scale, in which hydroponics system of Pteris
vittata was floated on the flooded arsenic-contaminated soil, and remediation experiments of
arsenic-contaminated soil (200 mg-As/kg) were conducted. After 90 d of the experiments, As levels in
the soils decreased to 66-117 mg/kg, which is below the soil concentration standard set by the Soil
Contamination Countermeasures Law in Japan.
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