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The proposal of novel experimental system using original knockdown methods in
mice
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The purpose of this study is to establish novel strategies useful for in
vivo analyses of gene function and for future gene therapies. We utilized original knockdown methods
to create mouse models for 1) conditional gene recovery system, 2) conditional in vivo expression

of endogenous miRNA, and 3) conditional gene knockdown by insertion of artificial miRNA into
intronic region of an endogenous gene (for future gene therapy purpose). We successfully created all
the mouse models required for these studies using i1-PITT and Easi-CRISPR technologies. The detailed
phenotypic analyses with these mice are currently in progress.
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