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Development of houndshark nanodoy by combination of wheat cell-free and NGS
technologies
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We used GFP (green fluorescent protein) as a model for shark nonobody, which
we called shark nanobody as fukabody. After GFP immunization to houndshark, some houndsharks
indicated specific immunoresponse to GFP. We screened GFP-binding fukabody by phage display at
totally three-time rounds. DNA fragments from each round were analyzed its sequences by next
generation sequencing (NGS) technology. Enriched DNA fragments were found, and then their proteins
were synthesized by wheat cell-free system. Enriched clones indicated binding ability to GFP
antigen. We are successful to develop construction system for fukabody by combination of wheat

cell-free and NGS technologies.
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