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Development of Deep Learning-based Nuclear Detection Algorithm for Mouse Embryo
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Usin? deep learning, we developed an image processing algorithm to identify

nuclei from the 4-dimensional fluorescence microscopic images of mouse embryo development. The

existing analysis of cell dynamics in mouse embryogenesis has a problem that the accuracy of nuclear
identification after 16 cell stages is very low for the 4D microscopy images. In this research, we

developed a nuclear identification algorithm using deep learning, which has recently attracted

attention as a powerful technique in 1mage analysis. Our algorithm performed accurate nuclear
idintigication up to the 50 cell stage to obtain quantitative criteria that can evaluate the quality
of embryos.
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