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Functional role of the ribosomal stalk protein in translation recycling
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Translation of genetic information, i.e., protein synthesis, on a
macromolecular complex called the ribosome occurs in four stages: initiation, elongation,
termination, and recycling. So far in research, much less is known about mechanism of the recycling.

In this project, we have focused on a ribosome recycling factor, ABCE1 (ATPase), and investigated
molecular mechanism of the action of ABCE1l by using techniques of biochemistry and structural
biology. As results, we have clarified that a ribosomal protein component, termed the “ stalk” ,
directly binds to a specific site of ABCE1l, recruits it to the functional site within the ribosome,
and stimulates ATP hydrolysis. Thus, our results demonstrate that interaction between ABCE1l and the
stalk protein leads to dissociation of ribosomes to subunits, or ribosome recycling.
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