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The active chromatin domain that is regulated by the non-coding RNAs in
recurrent breast cancer
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Approximately 70% of breast cancers is estrogen receptor (ER)-positive,
which highly express the ER protein. The endocrine therapy that inhibits estrogenic action is
effective for this type of breast cancer, however, the cancer acquires the therapy resistance after
long term of the treatment, resulting in recurrence. In this study, using the endocrine-therapy
resistant breast cancer cell model, | have revealed a molecular mechanism underlying the
overexpression of ESR1, the gene for ER during the acquisition of the therapy resistance. 1 found
that the non-coding RNAs, Eleanors regulate the mega-base chromatin domain and expression of the
multiple genes involving breast cancer including ESR1.
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