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The Growth Strategy of Tricholoma matsutake colony with an antimicrobial
complex, (oxalato)auyminium

Hirai, Nobuhiro

12,800,000

1960

1960
1960

The mycorrhizal region of Tricholoma matsutake is called shiro, and fruiting
bodies occur at the periphery. It has been known from the 1960s that the front of shiro (active
mycorrhizal zone) produced an antibacterial substance, but the substance remained unknown. The
applicant has recently found that the substance is an aluminum oxalate complex. In this study, we
confirmed the distribution and the seasonal changes in content of the complex in shiro, the
distribution of soil microbes in shiro, and the occurrence of the complex in shiro of various
places, and revealed that it plays an important strategy for the growth of shiro. In addition,
identification of oxalic acid biosynthesis genes by T. matsutake was also attempted, and candidate
genes were found. These results contribute to the conservation and vitality maintenance of village
forest through the application to the cultivation technology of T. matsutake shiro.
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