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Molecular bases for masking c-MYC dependent apoptosis common in embryonic stem
cells and cancer cells
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c-MYC, one of typical proto-oncogenes, is well-known to promote cell cycle
progression by functioning as a transcription factor together with its obligated partner protein,
MAX. c-MYC also bears apoptosis inducing activity as well. However, the molecular bases of c-MYC
dependent apoptosis remains totally obscure. In this study, we focused on the latter activity of
c-MYC. We firstly demonstrated that apoptosis induced by forced expression of c-MYC in mouse
embryonic fibroblasts was significantly attenuated by simultaneous expression of NANOG. Secondly,
physical interaction between c-MYC and NANOG was affected by relative amounts between c-MYC and MAX
in which NANOG binds to c-MYC most strongly in the absence of MAX expression. Finally, we
demonstrated that c-MYC has a potential to inhibit DNA replication, suggesting that apopt05|s
inducing activity of c-MYC reflects the result of replication stress induced by c-MYC.
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