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Elucidation of interactions between paramyxoviral infection and host innate
immunity
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Host innate immune system is one of the primal host defense mechanism

against invading pathogens, which is activated by recognizing pathogen-associated molecular patterns

(PAMPs). In this study, we tried to elucidate virus-host interactions, including interactions
between virus and host innate immunity, by using Sendai virus, a prototype of mononegaviruses.
We demonstrated 1. detailed functional maps of SeV C and V proteins in the context of real viral
infection, 2. relationship between SeV infection and cell death events, such as apoptosis and
necroptosis, 3. virus-derived molecules which strongly induce host innate immune responses and a
possible mechanism of their production, 4. possible applications of our novel findings for
developments of improved SeV vectors and highly effective vaccine adjuvants.
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