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Adult T-cell leulemia-lymphoma (ATL) is a T-cell malignancy caused by human
T-cell leukemia virus type-1 (HTLV-1). Previously, in our nationwide HTLV-1 cohort study named “
JSPFAD” , we have identified that a higher PVL and a higher sIL2R are blood markers for the
development of ATL from HTLV-1 asymptomatic carriers. However, it is expected to identify more
useful predictive markers for the early intervention for HTLV-1-carriers who are at high-risk for
ATL development. We thus conducted the present study to develop additional biomarkers for ATL
development through the maintenance of the “ JSPFAD” . As a result, we confirmed that ATL developed
from HTLV-1-carriers with a high HTLV-1 PVL, and succeeded to identify a cell fraction of the
high-risk for the development of aggressive ATL on the HAS-Flow method, and find a new ATL
progression marker, sCADM1, from HTLV-1-carriers.
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