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Epigenetic profiling of cfDNA in breast cancer samples
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The aim of this study is to profile the origin of cfDNA epigenetically and
to utilize the profile for cancer diagnosis and therapeutic response prediction. The epigenetic
markers for the profiling were identified from comprehensive epigenetic array data, and primer-probe

sets were established for digital PCR machine. To detect breast cancer-origin cfDNA, primer probe
sets specific to hot spot mutations in PIK3CA and ESR1 were made. To identify epigenetic markers for
each cell type was difficult, and combination of markers for different germ-layer cells will be
necessary
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