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Elucidation of structural-functional relationships of genes related to teeth
agenesis using reverse genetics
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Msx1 is known as a causative gene for tooth agenesis and is also important
for tooth development in mice. Its functional domains have been well studied using cultured cells,
on the other hand, the analysis using mice has not been performed because the problem of the gene
disruption technology and the cost. Then, we have tried functional analysis of each domain of the
Msx1 gene in mice using the genome editing technology that has been developed in recent years. We
found that the MH5 and MH6 domains downstream of the homeodomain are important for tooth and bone
formation.
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