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Isolation of pathogenic Entamoeba species from humans and macaques in Asia and
analysis of host-parasite coevolution
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Entamoeba nuttalli was detected in the feces of various macaques in Asia.
The isolates showed genetic polymorphism reflecting geographical distance. On the other hand, no E.
nuttalli infections were found in the survey of school children. Genotyping of E. histolytica and E.
dispar suggested transmission of these amoebae within school classes. Whole genome analysis of E.
nuttalli revealed a unique species-specific surface protein.
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