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Revealing the relationship between evergreen oak and host-specific endophyte by
genetic marker.

Matsumura, Emi
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In our previous studies, it was speculated that genetic diversity of
host-specific endophytes decrease by forest isolation. To reveal the relationship between evergreen
oak and its specific tubakiaceous fungi, | investigated host-specificity of tubakiaceous fungi and
fungal genetic structure. As a result, Tubakiaceous fungi with seven new species dominated
endophytic fungal community of evergreen oak leaves in Japan. A microsatellite analysis of
Tubakiaceae sp.1, which is a specialist of Quercus myrsinifolia leaves, showed genetic
differentiation among forests and possibility of sexual reproduction. Isolated forest survey
suggested that infection frequency of Tubakiaceae sp.l was affected by presence of fallen-leaves and

estimated dispersal distance of infection resource is about 100m.
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