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Elucidation of the food chain for conservation of Tsushima leopard cat, and
relation analysis between gut microbiome and individual characteristics

Ito, Hideyuki
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Tsushima leopard cat inhabits only in Tsushima island, Nagasaki Prefecture.
Due to various factors (eg. destruction of habitats), the number of population is decreasing.
Analysis using feces which is a noninvasive technique is very useful for analysis of wild animals.
Accurate information on food is extremely useful for in situ and ex situ conservation and captive
breeding management. Analysis of gut microbiome which is related to animal health (eg. immunity and
fat) can be useful information for conservation. In this study, we analyzed food and metagenome
analysis of gut microbiome using the next generation sequencer.
DNA was extracted using feaces from captive individuals and wild individuals, and PCR and tag
labeling were conducted for the purpose of preparing a library for the next generation sequence, but
the concentration of the final library was low and the conditions had to be reexamined.
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