©
2016 2018

Development of high-accuracy cell segmentation for living tissue imaging
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In this stud¥, to establish a technical basis for quantitative life science
research, a highly accurate, versatile, and robust automatic cell region segmentation method has
been developed. Five research subjects were considered: (1) an initial method to divide the cell
contour region; (2) a method to remove noise and artifacts; (3) a method to combine discontinuous
contours; (4) a method to remove the structure close to contour; and (5) implementation of a
morphological analysis of cells based on the developed methods. The comparison of cell segmentation
result and cell recognition result obtained using the proposed method and visual observation,
respectively, revealed that the proposed method realized 98% accuracy.
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