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Evlutionary compuation method to determine essential brain function regions and
metabolites
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There are two primary goals of this study, and they are to be accomplished
in the following phases. The goal of the first phase is to identify the region of brain functions
which determines the cluster of the subject"s characteristics, and this goal is to be achieved using

the brain functional data obtained by non-invasive human brain functional imaging systems, such as
fMRI and fNIRS. The next goal is to identify metabolites highly relevant to cluster identification
by measuring metabolic changes through analyses of Salivary metabolism. As we carried out the first
phase, we made a dynamic network analysis to estimate individual state and developed a
multi-objective genetic algorithm-based evolutionary method to identify functional brain regions to
be focused on. In the second phase, we performed metabolome analysis and examination of saliva, but
could not reach a point having enough evidence to propose a method of identifying the target

substance.
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