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Analysis of infectious disease ecology involved in bats in Okinawa by a highly
sensitive comprehensive gene detection
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(DFour novel insect specific flavivirus genomes were detected in
frog-engorging mosquitoes Uranotaenia macfarlanei and Ura. spp collected around caves in Okinawa
Island by using highly sensitive comprehensive PCR method. These genomes formed the Okinawa
specific cluster and had low homology with pathogenic groups. (2)Feces from two species of
Insectivorous bats (Okinawa Least Horseshoe Bat and Ryukyu Bent winged Bat) in caves on Okinawa
Island were collected and their feeding habits were investigated by next-generation sequencing.
Mosquito (including frog-engorging mosquitoes) genes were detected only in Okinawa Least Horseshoe
Bats. (3)Biological mosquito control using bats was taken by the community in the cave region.

We hypothesize a pathogen, which has maintained in mosquitoes in the cave area, could be transmitted

interspecifically to bats by the mosquito feeding mechanism.
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