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Screening of waste rubber degrading microorganisms and analysis of its
degradation mechanism
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We isolated and identified fungi utilizing rubber as a carbon source. We
obtained 4 strains which grow sharply on rubber latex medium, Hypsizygus marmoreus, Polyporus
arularius, Phanerochaete sp., and C. aurantitingens. When the chemical structures of rubber
degradation products of H. marmoreus, Phanerochaete sp., and C. aurantitingens were examined, we
confirmed the decrease in rubber average molecular weight, the appearance of new CHO and OH in the
structure of rubber degradation products and the removal of benzene ring from SBR.

It was suggested that genes encoding some of lignin-degrading enzymes are highly expressed while H.
marmoreus IS growing on a rubber latex medium, and that these enzymes are involved in rubber
degradation.
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