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The impact of beta-glucosidase on cellulase production by filamentous fungi
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In the filamentous fungus Trichodrema reesei, the amino acid mutation at
position 409 of intracellular B -glucosidase BGLII leads to enhanced production of cellulase. In
order to clarify the relationship between BGLII mutation and cellulase production, saturation
mutagenesis was introduced at the mutation site and its influence on cellulase production of T.
reesei was analyzed. As a result, the mutation that gave the highest cellulase productivity was the
V409T mutation. Analysis of mutant BGLIl by heterologous expression revealed that the V409T mutation

improves the hydrolysis activity more than twice that of the wild strain and enhances the
transglycosylation activity to generate oligosaccharides. Moreover, its transglycosylation products
were suggested that they are the inducers of cellulase production.
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