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Epitranscriptome analysis of cancer cells
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DNA methylation is one of the epigenetic modifications known as the
regulator of gene expression, but RNA is also known to be methylated. In this study, we focused on
RNA methylation related genes and found that the knockdown of RNA methylation related genes
suppressed the ability of tumor formation in vivo. Currently, we are searching for genes with
altered splicing patterns and genes related to tumorigenicity by RNA-seq analysis, as well as
identifying genes related to metabolic pathway observed in oncogenic processes.
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(rMATS: http://rnaseqg-mats.sourceforge.net/, leafcutter: https://github.com/davidak
nowles/leafcutter)
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