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Elucidating the mechanism of construction of intratumor heterogeneity by
tumor-associated glycan
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Sialyl-Tn antigen, which is synthesized by a glycosyltransferase ST6GalNAc-I

and abnormally expressed in malignant types of cancers. To elucidate whether sialyl-Tn antigen
contribute to metabolic reprogramming, we performed metabolome analysis using capillary
electrophoresis mass spectrometry (CE-MS). Sialyl-Tn antigen induced pentose phosphate pathway and
nucleotide synthesis in H157 cells. Sialyl-Tn antigen expressed on H157 cells also induced the
production of oncometabolite, 2-hydroxyglutarate, but did not affects genome-wide alterations in DNA
methylation. These findings indicate that sialyl-Tn antigen may be a key player of metabolic
reprogramming in the processes of tumor progression.
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