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TCR repertoire analysis in esophageal cancer
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The purpose of this study is to unveil the subset pattern of T-lymphocytes
and the common TCR repertoire in esophageal cancer.
Fifty-three cases were enrolled and immunohistochemical staining was performed using
CD3/CD8/CD45R0/Foxp3/PD-L1/HLA and AE1/AE3 antibodies. Digital scan and quantification was
performed. The clinicopathological significance of CD3-Hi group and further stratification was
tested using other T cell subset markers. Adaptor ligation PCR with next generation sequencing was
performed to explore the common TCR repertoire in CD3-Hi group.
Patients were stratified into CD3 high expression (CD3-Hi) group and CD3 low expression (CD3-Lo)
group. Overall survival and disease free survival were significantly better in CD3-Hi group. CD3-Hi
group was divided into three clustering groups. In the TCR repertoire analysis there was a total of
29 combinations of TCRa TRAV|TRAJ and 52 combinations of TCRB TRBV|TRBJ recombination repertoires
significantly amplified in CD3-Hi group.
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Clinical Impact of Tumor-Infiltrating Lymphocytes in Esophageal Squamous Cell
Carcinoma; Sudo T1,2, Nishida R3, Kawahara A4, Saisho K3,5, Mimori K6, Yamada A4,
Mizoguchi A7, Kadoya K3, Matono S3, Mori N3, Tanaka T3, Akagi Y3. Ann Surg Oncol.
2017 Nov;24(12):3763-3770. doi: 10.1245/s10434-017-5796-4. Epub 2017 Feb 3.

Read out number
68

16

79

548

18



T
118 2018 4
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